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We will describe Raman microspectrophotometry applied to crystals of biomolecules [1]. 
Raman spectra collected in crystallo bring structural information highly complementary to X-
ray diffraction, relate the crystalline state to the solution state, and allows the identification of 
ligand-bound or intermediate states of macromolecules [2]. Non-resonant Raman 
spectroscopy is particularly suitable to the study of macromolecular crystals, and therefore 
applies to a wide range of non-colored crystalline proteins. Practical issues related to the 
investigation of crystals by Raman microspectrophotometry, notably at the ESRF/IBS 
Cryobench laboratory (http://www.esrf.eu/UsersAndScience/Experiments/MX/Cryobench/) 
will be reviewed. 
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